3D Coordinates
ATB processing PDB file
Build ncAA QM optimisation Results from ATB
using tripeptide template > Parameterisation > | CNS Files
CYLIB processing Parameter file
Rename atoms Topology file
Side chain cyclisation Input templates & | CYANA Files
TR overlap atoms Library template
Build extended ncAA 1 Linker < New templates
. : . Identify DUMMY atoms Restraint
using tripeptide template G te CYANA outout . | Restraints
enerate outpu 7| Link statement




